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Transposable elements (TEs) are DNA sequences that replicate and 3 mal 4 Brain
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The evolutionary dynamics interplaying between TE expansion and
nost silencing machinery are poorly studied in large genomes?®™

Here, we investigate TE and silencing pathways activity in the 4 TE detection and TE expression
Apennine yellow-bellied toad (Bombina pachypus), an endangered library construction + expression and DE analyses
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Fig 1. Expression levels of TEs in B.pachypus: Iog FC
Total_RetroTE: total of all Retrotransposons (from LTR/nc to PLE families); Total_DNATE: total of all DNA Fig 2. Volcano plot showing the up-regulated DE-TEs between female and male gonads:
transposons; MBR: male brain (blue), FBR: female brain (blue), MG: male gonad (green), FG: female gonad Overexpressed TEs in ovary (pink) and in testis (green). Dotted lines indicate logFC +2
(pink).
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Fig 3. Expression levels of key genes involved in negative regulation of TE activity in B.pachypus: : - | ! ! ' | ' ! ' '
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Fig 4. Volcano plots showing the up-regulated DEGs (TE-regulatory gene pathways)
between female and male gonads (4a) and between gonads and brain (4b):

Overexpressed DEGs in ovary (pink), testis (green), Female Brain (blue) and Male Brain
(lightblue). Dotted lines indicate logFC +2
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